BEST AVAILABLE COPY 



SEQUENCE LISTING 



ITERED^ 

RECEIVED 



Silvia, Christopher P. 
I TITLE OP INVENTION: Small a lid T n t.orraed i a te^ C 

I NUMBER OF SEQUENCiiS: 4 8 
^ CORRESPONDENCE AIJDRKSS : 

(A) ADDRESSEE: TowriseiKl and Townsend and Cr 

(B) STREET: Two Embarcadero Ce.nt.er, Eighth 

(C) CITY: San Francisco 

(D) STATE; California 

(E) COUNTRY: USA 

(F) ZIP: 94111-3834 
) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compat.ible 

(C) OPERATING SYSTEM: PC - DOS/MS -DOS 

(D) SOFTWARE: Patflcitlri Release #1.0, Versir 
) CURRENT APPLICATION DA'J'A : 

(A) APPLICATION NUMBER: US/09/254,590 

(B) FILING DATE: lO-Mar-1999 

(C) CLASSIFICATION: 
) PRIOR APP C US 60/026,451 

11 -SEP -1996 
lUMBEK: US 60/040,052 
0 7 -MAR- 1997 
lUHBER: US 60/045,233 
17 -APR- 1997 
(A) APPLICATION NUMBER: WO PCT/US 97/1 6 0 3 3 
(R) FILING DATE: lO-SEP-1997 
viil) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Weber, Keiineth A. 

(B) REGIS'I'RATION NUMBER: 31,677 

(C) REFERENCE/DOCKET NUMBER: 014 210-0007301 
(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (415) 576-0200 

(B) TELEFAX: (415 ) 576 -030(1 
INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 561 amino acids 



FILING PATE; 
APPLICATION ^ 
PILING DATE: 
APPLICATION f 
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Output : 
I MOLECULE TYPE: proLein 

(A) NAME/KEY: Protein 

(B) LOCA'i'iON : 1. .561 
(D) OTHER INFORMATION: 

-activated potdssium chani 



RECEIVED 

NOV 28^ 

TE6HCEMTER 1600/2900 



J Gly Ala Leu Gly 



) fro Gill Ala 
1 Val Vdl Val 



J Ser pro Gly J 

1 Asp Asp Gill C 



1 Ser Trp Gly 



- Ala Arcj I 



235 



245 

i Gly Arg Val Met Leu 
260 

r Arg Ser lie Gly Ala 



: Tie F 
250 



210 

1 Arg Leu 



Tie Phe n 



280 



295 



Lys lie Thr Phe I 
285 

• Cys Pro Gly Thr ^ 

p He He Ala Ala Trp Thr ^ 
315 

■s Gin Glu val Thr Ser Asn 
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RAW SEQUENCE LISTING 

PATENT APPLICATLOH: US/09/254,590 



.1 1/16/2000 
11 : 52 : 00 



Olttpu 



■ A:\142107-3.app 

: N:\CRF3\11162000\I254590..: 



Gly Ala Mat Trp Leu He Scr Tie Thr , 

■„n MPtr Val Pro His Thr Tyr Cys Gly 
355 ' 

Gly lie Met Gly Ala Gly Cys Thr Ala 



370 



11 Glu 



375 
c Lys 



385 



s His Val His Asn 
395 

s Asn Ala Ala Ala 



545 



550 



:] Trp Thr 1 



) (2) INFORHATIOH FOR SEQ TD HO: 2: 
) (i) SEQOENCE CHARACTERISTrCS: ^ 

5 (A) LENGTH; 580 aiiiiiio acids 

1 (B) TYPE: amino acid 

5 (C) STRANDBDNESS : 

(D) TOPOLOGY: linear 
8 (ii) MOLECULE TYPE: protein 

1 (ix) FEATURE: 

T (A) NAME/KEY: Protein 

3 (B) LOCATION: 1. .58 0 

(D) OTHER INFORMATION: /note- " ra 

5 calcinm-activated potassium channel 

6 protein 2 (rSK2)" 
8 (ix) FEATURE: 

y (A) NAME/KEY: Region 

n (B) LOCATION: 13 5.. 4 6 2 

(D) OTHER INFORMATION: /note- "Ci 
A (Xl) SEQUENCE DRSCRTPTTON: SEQ 1 D NO : : 

, Met ser Set cys Ary Tyr Asn Gly Gly V, 



i region of rSK2" 
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RAW SEQUENCE LISTING 

PATliNT APPLI.CAT,lft'M : US/09/254 , 590 

innut S.>t : R:\14 2107-3 .app 

output set: N:\CRF3\11L62000\I254590.: 



1 Met Asp Sor 
/ Gly Gly Gly 



.,r Gly ser Thr 
I- Gly His Gly 



Gly Gly Gly Gly Gly Gly 



IS 

Clu Ala Gin 
30 

Gly Ala Scr 
Glu ilo Vc-il, 
Leu Tyr Gly 
Gly Gly Gly 



95 
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RECEIVED 

1W28Z00C 

TECH CENTER 1600/2=00 



110 



Lys Ar.q hys Arg 



lie Val Tyr I 
Ala Asp Asp 



r Plie Leu Ser 



Ai-g Ala Cys C 

Leu Gly Ala 1 

Glv Asp Met ' 
365 



380 

1 val Ala Arg Lys 
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DATIi- ll/:15/2000 

T,iput set : A:\142107-3 .app 

output Set: N:\CEF3\11162000\I254590.raw 

■ A Phe Met Mfit i^sp Thr Gin Leu 
Thr Lys Ala Glu Lys lus val lus as i ' 435 

. nr.,, Al-i Ala Ala Asil Val Leu Arq Glu Thr Trp 

Thr Lys Arg Val Lys Asn Ala Ma Ala A_ 

420 ■i^S ^.^ ^.^^^ j^^,^ 

Leu ila Tyr Lys Rsn Thr Lys Leu Val Lys Lys . - ^^^i^ 

.1 nn Ara Lvs Leu Asu Asp Gin Ala Asn Thr Lea 
Ser val Lys Met Glu Gin Arg Lys as, 

'165 ,, ^,„,. ASD Met Tie Ser Asp 

Val^spLeuAlaLy.ThrGlnAsnXleMetT,rAsp^e.. ^^^^ 

.e« Asn Glu Ar. Ser Glu Asp Phe Glu Lys Arc, Va. Thr Leu Glu 

Thr Lys Leu Glu Thr Leu He tUy Ser He His Ala Leu Pro Gl/ Lt. 1 

^"•^ ^1 ri„ rln Ar-tj ASP Phe He Glu Thr Gin 

lie ser Gin Thr He Arc, Gin Gin . J ■ H 

"° , 7,1 val Thr Tvr Asn Ala Glu Arg Ser Arg 

Met Glu Asn Tyr Asp Lys Hi.s Vdi wij- 

5-15 a^r- Thr Ala Pro Pro Thr Ser 

ser ser Ser Arg Arg Arg Arg Ser S... Ser „ 



328 (2) tHPOKHATlON FOR SEO 1" NO : 3 ■ 

3 30 (i)- SEQOENGE GHARACTERlfeTlGS: 

j (A) LtSNGTH ; 553 amino dC 

332 (B) TYPE: amino acid 

3 33 (C) STRANDEDNESS: 

334 (D) TOPOLOGi': linear 

3 3h (ii) MOLEGVILE TYPE: proLein 



(A) NAME/KEY: Protein 

(B) LOCATION: 1 . .553 
(D) OTHER INFORM.'VTION: 

:i - ac t i vateci" pota s s lura cha n r 
1 3 (rSK3)" 
i) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATl'ON: 109 . .436 
(D) OTHER INPORMATIOM: 

i) SEQUENCE DESCRIPTION :^ SI 
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raput set : A:\142107-3.app 

^„ t q,.1-: N:\CRF3\11162000\I254590.l 
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